SoftGenomics’

Computer software consisting of a suite of applications that support ordering, testing, documentation,
and reporting in laboratories that perform testing using cytogenetic and molecular technologies,
including chromosome analysis and microarrays, with instrument and foreign system interfacing
capabilities and Web-based online ordering, reporting, and collaboration functionality.
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FEATURES AND BENEFITS

Feature: Variant/Mutation Table and Gene Master Table

Benefit: The functionality supports generation of the laboratory’s variant data base, categorization of variants, versioning, and
linkage to relevant databases (OMIM, NCBI, etc.) for ease of variant entry, management, and interpretation. The Gene
Master table allows users to capture information from other Internet databases for variant interpretation on
a single gene level.

Feature: NGS reporting provides easy identification of the reportable variants into distinct category sections (reflecting states of
pathogenicity, whether the associated disorder is medically actionable, and whether the finding is related to the patient’s
phenotype). Hyperlinks can be included for pertinent websites associated for each of the variants. Web-based reporting
is available as well as options for various levels of reports.

Benefit: Users will be able to provide their clients clear and concise reports representing only the results opted for and with easy
access to pertinent Internet information.

Feature: Seamless interfacing with sequencing and fragment analysis instruments

Benefit: Replacing manual data result entry with instrument interfaces eliminates the resource investment and inherent error rate
associated with manual entry, thus providing greater efficiency and accuracy.

Feature: Rules-driven alerts or notifications based on client, patient demographic, test, or result parameters

Benefit: Reduce paper or telephone communications ensuring timely and accurate delivery of special instructions or critical

information. Reduce risk of errors and inefficiencies that can be associated with frequent personnel interruptions without
interrupting personnel at inopportune times.
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FEATURES AND BENEFITS

Feature: Client-editable ISCN dictionary
Benefit: Selection of results for the most common chromosome abnormalities eliminates manual typographical error
and assures consistent resulting.

Feature: Linking of family members
Benefit: Easy reviewing, correlating, and referencing of familial rearrangements in reports

Feature: Full patient testing history access from current file
Benefit: Easy reviewing and correlating of both historical and concurrent testing results and reports supports
accurate ordering and interpretation.

Feature: Auto reflex testing across technologies based on client-defined rules
Benefit: Eliminates manual error inherent in manual reflex ordering and reduces turnaround time of reflex tests.
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FEATURES AND BENEFITS

Feature: Online ordering now enhanced with Wizard functionality that provides real-time information on incoming volumes,
ensures that required data is provided, automatically prompts the ordering party at accessioning entry with appropriate
test ordering guidance, and enables users to request any unique additional information required for specific testing.

Benefit: This functionality reduces resource needs in accessioning, eliminates delays experienced with incomplete paper
requisitions, cuts costs associated with manual follow-up, and supports optimized patient care while reducing
unnecessary testing.

Feature: SoftGenomics online notification capabilities replace phone and fax communications. Notifications can consist
of the following: status updates of test results, online availability of results or reports, reflex or adjunct test guidance,
hyperlinks to relevant journal articles or policy statements, and even forms such as required consent or add-on test
attestation forms.

Benefit: Users can provide real-time notifications without delays often imposed by office hours or personnel availability. Efficiency
gains and cost savings in clerical areas.

Feature: Patient Portal — Report access
Benefit: Patients can access their reports in compliance with the patient access law, recently enacted by the Department of Health
and Human Services (HHS).
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